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SEQUENCE LISTING 

<110> Jegla, Timothy James 
ICAgen Incorporated 
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<140> US 09/719, 919 
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<150> WO PCT/US99/14945 
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<160> 18 

<170> Patentln Ver. 2.0 

<210> 1 

<211> 506 

<212> PRT 

<213> Mus sp. 

<220> 

<223> mouse alpha subunit of heteromeric voltage -gated 
potassium channel Kv6 . 2 

<400> 1 

Met Pro Met Ser Ser Arg Asp Arg Asp Leu His Pro Gly His His His 
1 5 10 15 

Phe Gly Ser Cys Ser Pro Leu Ser Gin Leu Trp Pro Gly Pro Glu Pro 
20 25 30 

Lys Ser Val Lys Gly Leu Tyr Tyr Ser Arg Ala Arg Lys Val Gly Asn 
35 40 45 

*~ 

Gin Asp Ala Ser Pro Glu Ala Asn Leu Lys Glu lie Leu Val Asn Val 
50 55 60 

Gly Gly Gin Arg Tyr Leu Leu Pro Trp Ser Thr Leu Asp Ala Phe Pro 
65 70 75 80 

Leu Ser Arg Leu Ser Arg Leu Arg Leu Cys Arg Ser His Glu Glu lie 
85 90 95 

Thr Gin Leu Cys Asp Asp Tyr Asp Glu Asp Ser Gin Glu Phe Phe Phe 
100 105 110 

Asp Arg Asn Pro Ser Ala Phe Gly Val He Val Ser Phe Leu Ala Ala 
115 120 125 

Gly Lys Leu Val Leu Leu Arg Glu Met Cys Ala Leu Ser Phe Arg Glu 
130 135 140 

Glu Leu Ser Tyr Trp Gly He Glu Glu Thr Asn Leu Glu Arg Cys Cys 
145 150 155 160 



2 



Leu Arg Lys Leu 



Glu Glu Ala Ala 
180 

Val Gin Ala Ser 
195 

Val Glu Asp Pro 
210 

Ser Val Leu Phe 
225 

Met Pro Asp Phe 



Cys Tyr Tyr lie 
260 

Leu Glu Phe Cys 
275 

Phe Arg Gly Pro 
290 

Tyr Val Ser Leu 
305 

Pro Ser Ser Ser 



Leu Arg Ala Leu 
340 

Leu Gly Leu Gin 
355 

Phe Gly Leu Leu 
370 

Pro Leu Val Tyr 
385 

Thr Ser lie Pro 



Val Gly Tyr Gly 
420 

Ala Leu Ser Ser 
435 

Thr Ser He Phe 
450 

Glu Gin Glu Gin 
465 



Leu Lys Lys Leu 
165 

Gin Arg Gin Gin 



Arg Trp Ala Arg 
200 

Gin Ser Gly Leu 
215 

Val Ala Thr Thr 
230 

Arg Ala Glu Glu 
245 

Phe Val Val Glu 



Leu Arg Phe Val 
280 

Leu Asn Val He 
295 

Ala Val Ser Asp 
310 

Ser Tyr Leu Glu 
325 

Arg He Leu Tyr 



Thr Leu Gly Leu 
360 

Met Leu Phe Leu 
375 

Val Ala Glu Asn 
390 

Ala Ser Tyr Trp 
405 

Asp Met Val Pro 



He Leu Ser Gly 
440 

His Thr Phe Ser 
455 

Val Gin Ala Arg 
470 



Glu Glu Ala Ala 
170 

Gin Arg Gin Ala 
185 

Ser Met Asn Gin 



Pro Gly Lys Val 
220 

Ala Val Ser Leu 
235 

Gly Lys Gly Glu 
250 

Ser He Cys Val 
265 

Gin Ala Pro Asn 



Asp He Leu Ala 
300 

Glu Ser Pro Glu 
315 

Lys Val Gly Leu 
330 

Val Met Arg Leu 
345 

Thr Val Arg Arg 



Ala Val Ala Val 
380 

Glu Ser Gly Arg 
395 

Trp Ala He He 
410 

Arg Ser Val Pro 
425 

He Leu He Met 



His Ser Tyr Leu 
460 

Leu Arg Arg Leu 
475 ' 



Glu Leu Arg Arg 
175 

Cys His Ser Glu 
190 

Leu Arg Glu Met 
205 

Phe Ala Cys Leu 



Cys Val Ser Thr 
240 

Cys Thr Arg Lys 
255 

Ala Trp Phe Ser 
270 

Lys Cys Gin Phe 
285 

He Ser Pro Tyr 



Ala Gly Glu Arg 
320 

Val Leu Arg Val 
335 

Ala Arg His Ser 
350 

Cys Ala Arg Glu 
365 

Thr Leu Phe Ser 



Val Leu Glu Phe 
400 

Ser Met Thr Thr 
415 

Gly Gin Met Val 
430 

Ala Phe Pro Ala 
445 

Glu Leu Lys Arg 



Gin Asn Thr Asn 
480 
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Ser Ala Ser Glu Arg Glu Leu Leu Ser Asp Val Asp Asp Leu Val Pro 
485 490 495 

Glu Gly Leu Thr Ser Pro Gly Arg Tyr Met 
500 505 



<210> 2 
<211> 1518 
<212> DNA 
<213> Mus sp . 



<220> 

<221> CDS 

<222> (1) . . (1518) 

<223> mouse alpha subunit of heteromeric voltage -gated 
potassium channel Kv6 . 2 



<400> 2 

atgcccatgt cttccagaga cagggacttg 
agccccttga gccagctctg gccgggcccc 
agcagggccc ggaaggtggg caaccaggac 
ctagtgaatg tgggtggcca gcggtacctg 
ctgagccgcc tgagcaggct ccggctgtgc 
gatgactacg atgaggacag ccaggagttc 
gtgatcgtga gcttcctggc cgcgggaaag 
tccttccggg aggagctgag ctactggggc 
ctgcgcaagc tgctgaagaa gctggaggag 
cagcgccagc agcagcgcca ggcctgccac 
agcatgaacc agctgcgtga aatggtggag 
ttcgcctgcc tctccgtgct cttcgtggca 
atgcccgact tcagggctga ggagggcaag 
ttcgtggtgg aatccatctg tgtggcctgg 
caggccccga acaaatgtca gttcttccgc 
atctccccat actatgtgtc gctcgcagtg 
ccgagcagca gctcctacct ggagaaagtg 
cgcatcctct acgtaatgcg cctggctcgc 
actgtgcgcc gctgcgcccg agagtttggt 
accctcttct caccgttggt ctatgtagct 
actagcatcc ccgcatccta ttggtgggcc 
gacatggtcc ctcgcagcgt cccgggacag 
atccttatca tggctttccc agccacatcc 
gagctgaagc gggagcagga gcaggtccag 
tcggccagcg aacgggagct cctgagtgac 
tccccaggcc gctacatg 

<210> 3 
<211> 24 
<212> DNA 

<213> Artificial Sequence 



catcctggac accatcactt tggctcctgc 60 
gagcctaagt cagtcaaggg cctttactac 120 
gcctctccgg aggccaactt gaaggagatc 180 
ctgccctgga gcaccctgga tgccttcccg 240 
cgcagccatg aggagatcac gcagctctgc 300 
ttcttcgaca ggaaccccag cgccttcggg 360 
ctggtgcttc tgcgagagat gtgcgccctg 420 
atcgaggaaa ccaacctgga gcgctgctgc 480 
gcggccgagc tgcgccggga ggaggctgcc 54 0 
tccgaggtgc aggcttcacg atgggcccgc 600 
gacccacagt cggggctgcc cgggaaggtc 660 
accacggctg tcagcctgtg tgtgagcacc 720 
ggagaatgca ctagaaagtg ctattacatc 780 
ttctcgctgg agttttgcct gcgctttgtc 840 
gggcccctga atgtcatcga cattctagcc 900 
tctgacgaat ccccggaggc aggcgagagg 960 
gggttagtgc tgcgtgttct gcgggcacta 1020 
cactccctgg ggctgcagac gctgggcctc 1080 
ctcctgatgc tcttcctggc tgtggcggtt 1140 
gagaatgagt ccggaagggt cctggagttc 1200 
atcatctcca tgacgaccgt gggctatggg 1260 
atggtggctc tgagcagcat cctetagcggg 1320 
atcttccaca cgttctctca ctcctacctg 1380 
gcccgcctcc ggcgtcttca gaacaccaat 1440 
gtagatgatc tggtccctga gggtctgacc 1500 

1518 



<220> 

<223> Description of Artificial Sequence : mouse 
amplification primer 



<400> 3 

atgcccatgt cttccagaga cagg 



24 



<211> 27 ' 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : mouse 
amplification primer 

<400> 4 

gatgtctaga gggagttaca tgtagcg 

<210> 5 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ampl if icat ion 
primer 

<400> 5 

ggcactacgc atcctctacg taatgcgc 

<210> 6 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : amplification 
primer 

<400> 6 

gatgatggcc caccaatagg atgcgg 

<210> 7 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : human open 
reading frame amplification primer 

<400> 7 

atgcccatgc cttccagaga egg 

<210> 8 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : human open 
reading frame amplification primer 

<400> 8 

ttacatgtgc atgataggca aggctg 



<210> 9 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : ampli f ication 
primer 

<400> 9 

gtccaggccc aagacaagtg tcag 

<210> 10 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : human 5' RACE 
PCR nested gene specific S6 region antisense 
primer 

<400> 10 

gggagaaggt gtggaagata gacg 

<210> 11 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> < 

<223> Description of Artificial Sequence : human RT-PCR 
pore (P) region sense primer 

<400> 11 

tagcatcccg gcatcctatt ggtg 

<210> 12 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : human RT-PCR 
degenerate antisense S6 region primer 

<400> 12 

aggagtgaga gaacgtrtgr aadat 

<210> 13 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : human standard 
3' RACE PCR gene specific pore (P) region sense 
primer ; 



<400> 13 

catcctattg gtgggccatc atct 



<210> 14 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : human 5' RACE 
PCR nested gene specific antisense primer 

<400> 14 

gccaccatct ggcctggcac actg ^ 

<210> 15 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : human 
amplification sense primer 

<400> 15 

tcttgaattc cgccatgccc atgccttcca gagacgg 

<210> 16 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : human 
amplification antisense primer 

<400> 16 

ctgggctcta gaaacaccac caggt 

<210> 17 
<211> 519 
<212> PRT 

<213> Homo sapiens 
<220> 

<223> human alpha subunit of heteromeric voltage-gated 
potassium channel Kv6 . 2 

<400> 17 

Met Pro Met Pro Ser Arg Asp Gly Gly Leu His Pro Arg His His His 
1 5 10 15 

Tyr Gly Ser His Ser Pro Trp Ser Gin Leu Leu Ser Ser Pro Met Glu 
20 2 5 3 0 

Thr Pro Ser lie Lys Gly Leu Tyr Tyr Arg Arg Val Arg Lys Val Gly 
35 40 45 

Ala Leu Asp Ala Ser Pro Val Asp Leu Lys Lys Glu lie Leu lie Asn 
50 55 60 

Val Gly Gly Arg Arg Tyr Leu Leu Pro Trp Ser Thr Leu Asp Arg Phe 
65 " ~ 70 75 80 



7 



Pro Leu Ser Arg 



lie Val Gin Leu 
100 

Phe Asp Arg Ser 
115 

Ala Gly Lys Leu 
130 

Glu Glu Leu Ala 
145 

Cys Leu Arg Lys 



Lys Leu His Arg 
180 

Pro Ala Ser His 
195 

Glu Met Val Glu 
210 

Cys Leu Ser lie 
225 

Ser Thr Met Pro 



Arg Lys Cys Tyr 
260 

Phe Ser Leu Glu 
275 

Gin Phe Phe Gin 
290 

Pro Tyr Tyr Val 
305 

Glu Arg Pro Ser 



Arg Val Leu Arg 
340 

His Ser Leu Gly 
355 

Cys Glu Phe Gly 
370 

Phe Ser Pro Leu 
385 



Leu Ser Lys Leu 
85 

Cys Asp Asp Tyr 



Pro Ser Ala Phe 
120 

Val Leu Leu Gin 
135 

Tyr Trp Gly lie 
150 

Leu Leu Arg Lys 
165 

Glu Asp Val Leu 



Ser Ser Arg Trp 
200 

Asn Pro Gin Ser 
215 

Leu Phe Val Ala 
230 

Asp Leu Arg Ala 
245 

Tyr lie Phe lie 



Phe Cys Leu Arg 
280 

Gly Pro Leu Asn 
2 95 

Ser Leu Ala Val 
310 

Arg Ser Ser Tyr 
325 

Ala Leu Arg lie 



Leu Gin Thr Leu 
360 

Leu Leu Leu Leu 
375 

Val Tyr Val Ala 
390 



Arg Leu Cys Arg 
90 

Asp Glu Asp Ser 
105 

Gly Val lie Val 



Glu Met Cys Ala 
140 

Glu Glu Ala His 
155 

Leu Glu Glu Leu 
170 

Arg Gin Gin Arg 
185 

Gly Leu Cys Met 



Gly Leu Pro Gly 
220 

Thr Thr Ala Val 
235 

Glu Glu Asp Gin 
250 

Val Glu Thr lie 
265 

Phe Val Gin Ala 



lie lie Asp He 
300 

Ser Glu Glu Pro 
315 

Leu Glu Lys Val 
330 

Leu Tyr Val Met 
345 

Gly Leu Thr Val 



Phe Leu Ala Val 
380 

Glu Lys Glu Ser 
395 



Ser Tyr Glu Glu 
95 

Gin Glu Phe Phe 
110 

Ser Phe Leu Ala 
125 

Leu Ser Phe Gin 



Leu Glu Arg Cys 
160 

Glu Glu Leu Ala 
175 

Glu Thr Arg Arg 
190 

Asn Arg Leu Arg 
205 

Lys Val Phe Ala 



Ser Leu Cys Val 
240 

Gly Glu Cys Ser 
255 

Cys Val Ala Trp 
270 

Gin Asp Lys Cys 
285 

Leu Ala He Ser 



Pro Glu Asp Gly 
320 

Gly Leu Val Leu 
335 

Arg Leu Ala Arg 
350 

Arg Arg Cys Thr 
365 

Ala He Thr Leu 



Gly Arg Val Leu 
400 
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Glu Phe Thr Ser lie 
405 

Thr Thr Val Gly Tyr 
420 

Met Val Ala Leu Ser 
435 

Pro Ala Thr Ser lie 
450 

Lys Lys Glu Gin Glu 
465 

Thr Gly Pro Ala Ser 
485 

Glu His Glu Leu Met 
500 

Ala Leu Pro lie Met 
515 



Pro Ala Ser Tyr Trp Trp 
410 

Gly Asp Met Val Pro Arg 
425 

Ser lie Leu Ser Gly He 
440 

Phe His Thr Phe Ser His 
455 

Gin Leu Gin Ala Arg Leu 
470 475 

Glu Cys Glu Leu Leu Asp 
4 90 

Asn Asp Val Asn Asp Leu 
505 

His Met 



Ala He He Ser Met 
415 

Ser Val Pro Gly Gin- 
430 

Leu He Met Ala Phe 
445 

Ser Tyr Leu Glu Leu 
460 

Arg His Leu Gin Asn 
4 80 

Pro His Val Ala Ser 
495 

He Leu Glu Gly Pro 
510 



<210> 18 

<211> 2022 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (149) . . (1708) 

<223> human alpha subunit of heteromeric voltage-gated 
potassium channel Kv6 . 2 

<400> 18 

cttccccttc atctccacca gaaacctgtc ccttccctgg gcaccaagag atgggctccc 60 
cttgcctggc agagaaacag ctggaaactg gctccctgag acaagaagac tggtaaaccc 120 
agcgcttcct acctggtggt cttcagcaat gcccatgcct tccagagacg ggggcctgca 180 
tcccagacac caccactatg gttcccacag cccttggagt cagctcctgt cc*gccccat 240 
ggagacgccg tccatcaagg gcctttacta ccggagggtg cggaaggtgg gtgccctgga 3 00 
cgcctcccca gtggacctga agaaggagat cctgatcaac gtggggggca ggaggtatct 360 
cctcccctgg agcacactgg accggttccc gctgagccgc ctgagcaaac tcaggctctg 420 
tcggagctac gaggagatcg tgcagctctg cgatgattac gacgaggaca gccaggagtt 480 
cttcttcgac aggagcccca gcgccttcgg ggtgatcgtg agcttcctgg cggccgggaa 54 0 
gctggtgctt ctgcaggaga tgtgcgcgct gtccttccag gaggagctgg cctactgggg 600 
catcgaggag gcccacctgg agaggtgctg cctgcggaag ctgctgagga agctggagga 660 
gctggaggag ctggccaagc tgcacaggga ggacgtactg aggcagcaga gggagacccg 72 0 
ccgccccgcc tcgcactcct cgcgctgggg cctgtgcatg aaccggctgc gcgagatggt 780 
ggaaaacccg cagtccgggc tgcccgggaa ggtcttcgct tgcctctcca tcctcttcgt 840 
ggccaccaca gccgtcagcc tgtgtgtcag caccatgccc gacctcaggg cagaggagga 900 
ccagggcgaa tgctctcgga agtgctacta tattttcatc gtggagacca tctgcgtggc 960 
ctggttctcc ctggagttct gcctgcggtt tgtccaggcc caagacaagt gtcagttctt 1020 
ccaggggccc ctgaacatca tcgacatcct ggccatctcc ccatactacg tgtcgctggc 1080 
ggtgtctgag gagcccccgg aggacggcga gaggccgagc aggagctcct acctggagaa 1140 
ggtggggctg gtcctgcgtg tgctgcgagc gctgcgcatc ctctacgtga tgcgcctggc 1200 
tcgccactcg ctggggctgc agacgctggg gctcaccgtg cgccgttgca catgtgagtt 1260 
cggcctgctc cttctcttcc tggccgtggc catcaccctc ttctcccctt tggtctacgt 1320 
ggccgagaag gagtccgggc gggtgctgga gttcaccagc atccccgcct cctattggtg 1380 
ggccatcatc tccatgacaa cggtgggcta cggggacatg gtgccccgca gtgtgccagg 144 0 



ccagatggtg 
gtctatcttc 
tcaggcccgc 
cccccatgtg 
cccagccttg 
aacccatcac 
ttctagagcc 
tctgtgatcc 
ccttttcctc 
cctttcattc 



gccctcagca 
cacaccttct 
ctccgccacc 
gccagtgaac 
cctatcatgc 
cctgcctgaa 
cagggaagac 
ttgtccctcg 
tctctgccca 
tcttttcctt 



gcatcctgag 
cccactccta 
tccaaaacac 
atgagctcat 
acatgtaact 
acacactcaa 
tttcaaagct 
gggccccgat 
tctactgagc 
cccagcagag 



cgggatcctc 
cctggagctc 
cggtccagcc 
gaacgatgtc 
cagcaccccc 
gggtaccccg 
ggaggggcat 
gtcccaggct 
atgtccaatc 
gctttaacat 



atcatggcct 
aagaaggagc 
agtgaatgtg 
aatgacctaa 
catgactaca 
catagaccac 
aaggccacag 
gactgtgtcc 
ttgctggagt 
cc 



tcccggccac 
aggagcagct 
aactcctgga 
tcctggaggg 
tggtaacctc 
ctggtggtgt 
aggctgtgtg 
agcctgcttg 
agctcagtct 



1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2022 



